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(57) Abstract 

A method of identifying a gene encoding a type II membrane protein which comprises transferring a fused gene of a DNA fragment 
encoding the protein to be identified with a gene encoding a reporter protein into an animal cell, expressing the fused gene therein, and 
identifying the gene encoding the type II membrane protein with the use of the expression of the reporter protein on the membrane surface as 

an index. 
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ro et al. , Science 261:600-603 (1993); Yokoyama-Kobayashi at a 
1., Gene 163:193-196 (1994)]. nSJUSSMCiiS-il ^ >^l^ 

20 El 1 a. m^mii^omik^^^to 

g|2|i. HP10085;{>^'=^- F LTl^^HSMf'-^l'^TKyte-Doolittle© 
^3{i> F^i^^-pSSDl-HP10085©mig^^-ro 
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5 ^ffll^^*-^. -/^X^ K^i^^-itT(i> pSSDUYbkoya 

ma-Kobayashi et al. , Gene 163:193-196 (1994)]''j: iWH^Tt 

10 -^fjiiiSfS:(PCR)j^(ra;DM^t/cDNAKffJt^fflC^T^>J:C^o =b U> 

^ " ^^t;^ ^^-{r^J^a-Xb^ti izcMkm^ ^ 7* ^ 'j - <lr ffi i ^ 
:5::i*^'T^^o /c<h;i(i> pKAl(#§f1¥4-117292(rE4fe). pcDV [Ok 
ayaaia and Berg, Mol. Cell. Biol. 3:280-289 (1983)]. pCDM8[Seed. 
Nature 329:840-842 (1987)]<&^i^J'- i bTfPM^n/ccDNAv ^ 7* 
20 ^U-;&ffi{,^$Cc^:;&^T'^6o pKAlTfPl[U/ccDNA5-<7'^'J-^;9 
^ ^ ^ - © 4" {I L I ^-@SJ^(±© PI^^SP^T^ 

- K1-^DNAKfr>i-^if A-rnuMi^o 
25 Xg 2 
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J:Z/^f^RJt4t>, Molecular Cloning. A Laboratory Manual\ 
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t h 'J yt^—^mmmmcdM^ ^ y'^ -CKato et al. . Gene 1 
50:243-250 (1994)]}^)^t># t>n/'c:J' a- >HP10085OcDNA-r >-y-- h 
10 ©^J^^Sfi^J^^^ bfc 5> 150bpCD5' $mumi^. 450bp©ORF. 

97bp©3' $mvimmi!)^h>ti^mm^^Lx\.^fz(mnm i )o 0RF{ii49 

M -( y tM.t>tl^m7Kf^mm^W^\^tZo m 2 {rKyte-OooUtt 
le®:^i*T'^i6/c*SaK©j^7jctt/m7jctt7'D7^-< -v'l/^^l-o 

C6> nM®eK©-oT*)^ t hMSte«j!gCD69(SWISS-PRO 
TT^^-i?'>3 >#^Q07108)<^Mtt^WtT^,^/Co ^ 1 (r^ ^^^BJ© 

20 . {t^mmoM^ntmuT i ymmm^-^n^'timto m^it, c 
,^4Sii2T ^ y mmmomi^-c^Q. 6l«©ffil^tt<&^tTc^/io 
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CD MSSENCFVAENSSLHPESGQENDATSPHFSTRHEGSFQVPVLCAVMNVVF ITI LI I AL I A 

HP IVGVLITTNIITLIVKLTRpSQSLCPYDWIGFQNKCYYFSKEEGDffNSSKYNCSTQHADL 

CD LSVGQYNCPGQYTFSHPSDSHVSSCSEDWVGYQRKCYF I STVKRSWTSAQNACSEHGATL 

HP TI I DN I EEMNFLRRYKCSSDHW I GLKMAKNRTGQWVDG ATFTKSFGMR6SEGCAYLSDDG 

CD AVIDSEKDMNFLKRYAGREEHWVGLKKEPGHPWKWSNGKEFNNWFNVTGSDKCVFLKNTE 

HP AATARCYTERKWICRKRIH 

CD VSSMECEKNLYWICNKPYK 



(l)HP10085(re^*-r^cDNA7 7^V > 
- 2;«g©HP10085^7X= F^15^->y h©flJ|5g^^EcoRI{r J; iJ^g-fbU 

20 y>h^^iiUfCo 

l//g©pSSD1^7X~ K^10JL^.y h®$iJ|5B|!^^EcoRV(rck^?^fhL7t 

(3)pSSDl-HP10085©flllg 

±E( 1 )T#t>tl/ccDNA7 5^V > h*^20ng<t( 2 )T# t>n/c^:5' 
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xy;l/«m^ilfr;&Mj-fCo C©^i(^/^°^->;{>^^>. HP10085fi*cDNA 
yy^/y h*<iE:^(R]{r#A$tLTl^^i^n->^^ffiL^ pSSDl-HP 
10085iL/c(g|3)o 

10 COS-T^aag) h7>X7x^->g> 

?^®e^ffi-»^->:/;l/{i:J£(T©i:-9 {::tiMLfCo pSSDl-HPlOOSST'^ 
X ^ K<&Wt-^:^i^®JM109J^®fe^|5|c©i^''>J-feP-;i/X H 
iiggot CTil^^S^ML^ 100;tzg/mlT>fc:'> 'J >^W2xYT2nl 

IS Jg50A^l^i!)n;i^ ^ t>Cl6BfPBl±g«t/::o C 0^«?g^ro(,^T15, OOO 

#/Co C(?)±mi. 2ml{r>r^UT20l«^';j:-^L/>^'';3i-;l/, 2. 5M NaCl 

.^m3inl^»U^53'CyE'^L. ^^fifCTlO^Pamsms 15,0000 

20 © h UX-EDTA(pH8. OXrMU. d ©^lM<&Mfe^{rMC^fco t 

■t^;^^ES*:^«iaMcos7(ATccJ: m^y v'l^jaM^ 

25 «U/Co 0.7~0.8xlO=ffl©COS7^]ja^6yt:/b- N(7 

It^3cra){rffix.s 5«C02#^5ET> 37'€T20~22lt^^« t/Co 

'J >M®-^Tlfflrdllffi^^^ t^ $ t^jrSOmM h 'J X^^(pH7 
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35-939 (um^m^^'^fzmmoimKmmmmm-^tifzi)^ ps 

20 SDlfcJ:C/pSSDl-HP10085^^?a$-ti:/c»lJiS©^±1fe;OMa.(i^ 7d+^- 
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E^JII^(SEQ ID NO): 1 
Sa?lJ0S$ (SEQUENCE LENGTH): 697 
afi^J©S!!(SEQUENCE TYPE): i|^®(Nucleic acid) 
5 ^©ic(STRANDNESS): z::^M(Double strand) 

h ^ n i^- (TOPOLOGY) : iIM4^(Linear) 
@B3'lJ©M(M0LECULE TYPE): cDNA to nRNA 
^^(ORIGINAL SOURCE): 

(ORGANISM SPECIES): ;ij^t=-»ft°Ji>X(Hoine sapiens) 
10 |fflflaoa^(CELL KIND): 'J ^(Lyinphoina) 
-fe;U^-r> (CELL LINE): U937 
^ n - >iS (CLONE NAME) : HP10085 
i^J©#^SEQUENCE CHARACTERISTICS): 
#^^a-riB-^(CODE REPRESENTING CHARACTERISTICS): CDS 
1"' #:Sm(EXISTENCE SITE): 15L.600 

#^^^^t/c:^&(CHARACTERIZATION METHOD): E 
Sfi^iJ (SEQUENCE) 

TATACCTCTA GTTTGGAGCT GTGCTGTAAA AACAAGAGTA ACATTTTTAT ATTAAAGHA 60 
AATAAAGTTA CAACTTTGAA GAGAGTTTCT GCAAGACATG ACACAAAGCT GCTAGCAGAA 120 
AATCAAAACG CTGATTAAAA GAAGCACGGT ATG ATG ACC AAA CAT AAA AAG TGT 174 

Met Met Thr Lys His Lys Lys Cys 
1 5 

TTT ATA ATT GH GGT GH TTA ATA ACA ACT AAT ATT ATT ACT CTG ATA 222 
Phe He He Val Gly Val Leu He Thr Thr Asn He He Thr Leu He 

10 15 20 

GH AAA CTA ACT CGA GAT TCT CAG AGT TTA TGC CCC TAT GAT TGG AH 270 
Val Lys Leu Thr Arg Asp Ser Gin Ser Leu Cys Pro Tyr Asp Trp He 
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1 2 

25 30 35 40 

GGT TTC CAA AAC AAA TGC TAT TAT TIC TCT AAA GAA GAA GGA GAT TGG 318 
Gly Phe Gin Asn Lys Cys Tyr Tyr Phe Ser Lys Glu Glu Gly Asp Trp 
45 50 55 

5 AAT TCA AGT AAA TAC AAC TGT TCC ACT CAA CAT GCC GAC CTA ACT ATA ' 366 
Asn Ser Ser Lys Tyr Asn Cys Ser Thr Gin His Ala Asp Leu Thr He 

60 65 70 

AH GAC AAC ATA GAA GAA ATG AAT TTT CTT AGG CGG TAT AAA TGC AGT 414 
He Asp Asn He Glu Glu Met Asn Phe Leu Arg Arg Tyr Lys Cys Ser 
10 75 80 85 

TCT GAT CAC TGG ATT GGA CTG AAG ATG GCA AAA AAT CGA ACA GGA CAA 462 
Ser Asp His Trp He Gly Leu Lys Met Ala Lys Asn Arg Thr Gly Gin 

90 95 100 

TGG GTA GAT GGA GCT ACA TIT ACC AAA TCG TH GGC ATG AGA GGG AGT 510 
15 Trp Val Asp Gly Ala Thr Phe Thr Lys Ser Phe Gly Met Arg Gly Ser 
105 110 115 120 

GAA GGA TGT GCC TAC CTC AGC GAT GAT GGT GCA GCA ACA GCT AGA TGT 558 
Glu Gly Cys Ala Tyr Leu Ser Asp Asp Gly Ala Ala Thr Ala Arg Cys 
125 130 135 

20 TAC ACC GAA AGA AAA TGG ATT TGC AGG AAA AGA ATA CAC TAA 600 
Tyr Thr Glu Arg Lys Trp He Cys Arg Lys Arg He His 

140 145 
GTTAATGTCT AAGATAATGG GGAAAATAGA AAATAACATT ATTAAGTGTA AAACCAGCAA 660 
AGTACrrrn TAATTAAACA AAGTTCGAGT THGTAC 697 

25 
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